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Rapid screening and characterization of functional HIV-1 gp160 envelope genes.HU Yuan-yuan, ZHU Lei,
ZHAO Chun-hong, et al.(National Center for AIDS/STD Control and Prevention, Chinese Center for Disease Control and Preven-
tion, State Key Laboratory for Infectious Disease Control and Prevention , Betjing 102206, P. R.China)

Abstract:Objective  To rapid screen and characterize functional HIV-1 envelope genes for HIV=1 neutralization test by
pseudovirus infection. Methods HIV-1 gp160 genes were amplified from the blood sampls of the infected subjects. HIV-1
clade was determined by sequencing and phylogenetic analysis. HIV=1 pseudoviruses were prepared by transfection of func-
tional env gp160 clone with plasmid pSG3Env, and the pseudovirus infectivity was also characterized. Results Nine HIV-1
gpl60 genes were successfully cloned from HIV—1 infected patients using the HIV-1 pseudovirus infection assay. Sequencing
and phylogenetic analysis indicated there were 4 CRF_07BC, 2 CRF_01AE and 3 B viruses. Functional analysis demonstrated
the pseudoviruses derived from these gp160 clones were infectious. Conclusion  The present study has established an assay

for rapid screening and characterization of functional gp160 clones of different HIV—1 subtypes, which will be useful in mea-
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surement of HIV—1 neutralizing antibody response.
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Figure 1  Agarose gel electrophoresis of HIV-1 gp160 plasmid

restriction endonuclease digestion
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Neighbor—Joining(NJ) method
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Figure 3 Titration of HIV-1 pseudoviruses of functional gp160

clones
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