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Study on subtypes of gag gene of HIV-infected patients in Xinjiang Uygur Autonomous Region. MIJITI - Mai-
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Regional People’ s Hospital, Xinjiang 830001; 2. Department of Epidemiology, School of Public Health, Fudan University,
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Abstract: Objective To explore the prevalent subtype of gag gene from HIV-1 infected patients in Xinjiang. Meth-
ods The HIV-1 RNA was extracted from HIV-1 positive plasma from 88 HIV-1 infected patients in Xinjiang, then HIV-1
gag gene were amplified by nest—PCR, and was further subject to the DNA sequence and subtype analysis. Results The gag
gene of 57 samples out of the 88 HIV-1 patients were successfully amplified by PCR accounted for 64.8%. Two HIV-1 sub-
types, CRFO7_BC(56 strains),C(1 strain) were identified. Average gene distance of the 57 sequence was 0.043+0.003.The aver-
age gene distance to the 3 international standard strains were between 0.034+0.004 and 0.039+0.005. Conclusions The
prevalent subtype of HIV-1 infected patients in Xinjiang was CRFO7_BC. All the 57 sequences and 3 international standard
strains were highly homogenous.
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-70°C 95%C 30sec 54°C 30sec 72°C Imin30sec 72°C
1.2.2 PCR One Step RNA PCR 10 min 4°C : Sul
Kit AMV TAKARA PCR Premix Ex Taq 12.5ul,
10xOne Step RNA PCR Buffer C—gag 20puM 1pl, 306 20pM 1,
25 pl MgCl, 25 mM 5 pl dNTP Mixture 10 mM 5.5l 95%C 30sec 54°C 30sec 72C
2.5 pl RNase Inhibitor 40 U/pl 0.5 pl AMV RTase 50sec 72C 10 min 4°C PCR
XL 5 U/pl 0.5 pl AMV-Optimized Taq 5 U/pl 0.5 2%
wl E2 20 pM 0.5 pl F2 671bp
20 M 0.5 pl RNase Free dH,O 8ul RNA C—gag 306
Sul 50°C30 min 94°C2min 32
1 gag
Tab 1 Primers for PCR Amplification of gag gene
Primer Primer sequence(5—3") PCR Length PCR product Reference
E2 TCCAACAGCCCTTTTTCCTAGG (2011-2032) 1243bp
F2 ATGGGTGCGAGAGCGTCARTATTAA (790-814)
Zhaofei,et al
306 GGGAAAAAATTCGGTTAAGGCC (836-857) 672bp
c—gag TAGTTCCTGCTATRTCACTTCC (1507-1486)
1.2.3 57 0.064+0.008 <0.04+
LANL (Los Alamos Na- 0.003
tional Laboratory) 2 HIV-1 gag
2012 9 23 http://www.hiv.lanl.gov/con- Tab 2 Description of HIV-1 viruses’ gag gene used in this study
tent/sequence/BASIC_BLAST/basic_blast.html GenBank access No. Name Subtype Origins __ time
HIV-1 GAG AF503396 CNGL179 CRF07_BC CN 2006
BLAST AB213673 97CNKMO007 CRF07_BC Y}mnan 1997
EF122505 00CNLNO1 CRFO7_BC Liaoning 2000
EU178731 XJNOI81GAG10 CRFO07_BC Xinjiang 2003
2 57 HQ007321 07CNBJ312 CRFO7_BC Beijing 2011
MEGAS.1 AB213689 02CNKM207 CRFO7_BC  Yunnan 2002
Mega Neighbor—joining EU178446 XJ0258GAG0O9  CRFO7_BC Xinjiang 2002
EU178712 XJNO171GAGO2 CRFO7_BC Xinjiang 2003
HQO007350 08CNBJ046 CRFO7_BC Beijing 2008
51 38 HIV EU178460 XJ0259GAG06 CRFO07_BC X?njfang 2002
EU178475 XJ0260GAGO4 CRFO7_BC Xinjiang 2002
S7 672bp EU178479 XJ0260GAGO9 CRFO7_BC Xinjiang 2002
64.8% HQ007328 07CNBJ387 CRFO7_BC Beijing 2007
2.2 57 Los Al- EU178681 XJN0024GAG14 CRFO7_BC Xinjiang 2003
amos National Laboratory 56 EU178713 XJNO171GAGO3 CRFO7_BC Xinjiang 2003
CRF07_BC 982% 1 C (1.8%) EU178441 XJ0258GAG20  CRFO7_BC Xinjiang 2002
57 3 CRFO7 BC AB078694 WS001 CRFO7_BC Yunnan 2000
1 C 23 AX149672 CN54_patent CRFO07_BC CN 1997
EU178679 XJN0024GAG12 CRFO7_BC Xinjiang 2003
EU178453 XJ0258GAG19 CRFO7_BC Xinjiang 2002
57 0.043+0.003 HQ007325 07CNBJ382 CRFO7_BC Beijing 2007
CRF07_BC CRF07_BC AB213676 01CNKMO13 CRFO7_BC  Yunnan 2001
CN 97 97CNO001 0.034+0.004 , EU178484 XJ0260GAG14  CRFO7_BC Xinjiang 2002
CRFO07_BC.CN.97.C54A 0.039+ AF067155 95IN21068 c IN 1995
0.005 , - CRFO7 BC (CN.98.98¢n009 AF286226 97CN001_C54 CRF07_BC CN 1997
0.038+0.004 C C.95IN21068 AF286230 98CN009 CRF07_BC CN 1998
AX149647 CN54_patent CRFO7_BC CN 1997
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