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Abstract Objective
Methods

separately by multiplex polymerase chain reaction

Results

To detect the antibiotic and toxic genes of Staphylococcus aureus in hospital and environment.
The antibiotic genes mecA femA and toxic genes TSST PVL of Staphylococcus aureus were detected
PCR .

In all 83 Staphylococcus aureus strains only 3

strains 3.61% carried mecA genes 22 strains 26.50% carried femA genes 15 strains 18.07% carried mecA and femA

genes. 12 MRSA strains and 3 MSCNS strains were detected from samples from hospital 44 strains Staphylococcus aureus

were isolated from samples of hospital and environment 2 strains from samples of Throat swabs carried TSST gene 4.54%

2/44 and 1 strains from sample of blood carried PVL gene

genes. Conclusion

2.27% 1/44 all of the rest strains did not carry the two toxic

Some strains from hospital samples carry mecA genes but those isolated from environment do not

carry this gene. The detection rate of toxic genes were lower in 83 Staphylococcus aureus strains.
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Table 1 Target gene PCR primer sequence
PCR bp
Primer ~ Primer sequence PCR product bp
mecAl 5'- CTGGAACTTGTTGAGCAGAG- 3' 310
mecA2  5'- TGGCTATCGTGTCACAATCG- 3'
femAl 5'- ATGTCGCTTGTTATGTGC- 3' 686

femA2  5'- CTTACTTACTGGCTGTACCIG- 3'

TSST-1  5'- TTICACTATTTGTAAAAGTGTCAGACCCACT- 3' 445
TSST-2  5'- TACTAATGAATTTTTTTATCGTAAGCCCTT- 3'

PVL-1  5'- ATCATTAGGTAAAATGTCTGGACATGATCCA-3' 433
NPVL-2  5'- GCATCAASTGTATTGGATAGCAAAAGC- 3'

1.2
1.2.1 GB/T4789.10- 2010
7.5% Baird- Parker
VITEC
SA o
1.2.2 PCR N DNA
o PCR mecA  femA o

10x PCR Buffer 2.5y 1 10 mM dNTPs
2.0u I 10y M mecA.femA

1.0p 1 Taq Su/p 1 0.3p 1 50ng DNA Spl
254 1, 94°C 5min 94°C
30s 52°C 30s 72°C2min 25
72°C 5Smin®,
94°C 5min
94°C 30s 55°C 30s 72°C 1min 30
72°C5min®l, PCR
2
2.1 PCR
mecA. femA omecA
310bp femA 686bp. femA
MSSA mecA MRCNS
mecA  femA MRSA mecA
femA

methicillin- sensitive and coagulase negative

Staphylococcus aureus MSCNS 1.

, R ———————
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M- marker 2~10

mecA femA
femA 3~4 mecA 5~10 mecA.

femA °

Note M- marker Lanes 2 ~10 were the mecA and femA gene

o 2

multi- amplification electrophoretic pattern. Lane 2 was the femA gene
amplification electrophoretic pattern Lane 3 ~4 were the mecA gene
amplification electrophoretic pattern Lanes 5 ~10 were the multi-
amplification electrophoretic pattern of the mecA and femA

1 mecA femA PCR

Fig 1 mecA and femA gene multi- amplification electrophoretic

pattern
2.2 mecA.femA 83 SA
PCR 3 3.61%
mecA 22 26.50%
femA 12 14.46%
mecA  femA o
23 MRSA .MRCNS 83 SA
12 MRSA 62.50%
10/16 6  MSSA 16
MSSA 1 8
7 3 MRCNS 46
SA 2 2,
2 MRSA . MSSA . MRCNS
Table 2 The MRSA.MSSA.MRCNS distribution of different
samples
Samples MRSA MSSA MRCNS MSCNS Total
Sputum 10 1 0 5 16
Throat daubing 2 2 3 11 18
Secretions 0 3 0 6 9
Blood 0 0 0 1 1
Environment daubing 0 1 0 8 9
Samples of food poisoning 0 8 0 4 12
Food 0 7 0 11 18
2.4 mecA 18
SA 5 mecA 15
SA 11 mecA 7 SA
1 SA mecA

o mecA 5
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