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The expression of SALL4 in different hematologic malignant tumor. WANG Gu-yun WU Ju-feng TANG Rui-
mei et al. Hainan Provincial people’s Hospital Haikou 570311 Hainan P. R. China

Abstract; Objectives  To survey the expression level of SALL4 mRNA in the patients with different hematologic
malignant tumor. Methods FQ-PCR method was used for detecting SALL4 mRNA expression in mononuclear cells of 32
patients with different hematologic malignant tumor and 11 normal controls.  Results  The positive rates of SALL4 mRNA
expression were 0.1055 in patients with ALL 0.0965 in patients with NHL 0.0000 in patients with MM and normal control.
In the positive rates of SALL4 mRNA expression with ALL and NHL the differences were not statistically significant P>
0.05 . In the expression rates of the previous two groups with MM and normal controls respectively the differences were
statistically significant  P<0.05 . In the positive rates of SALI4 mRNA expression with MM and normal controls the
differences were not statistically significant P>0.05 .  Conclusions  The results suggest that the SALIA may play all
important role in genesis and development of hematological malignant diseases.
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